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POSTDOCTORAL PROGRAM
RATIONALE AND MISSION
The Regeneron postdoctoral program seeks to:

• Nurture and support the growth of developing scientists
• Bolster the scientific pipeline, both internally and externally
• Increase visibility and engagement with developing 

scientists and academic institutions
• Excite current scientific staff by giving them an 

opportunity to pursue creative non-pipeline projects 
and mentor talented trainees

• Continue and enhance Regeneron’s strong tradition 
of publishing innovations in basic science

Mission Statement

The Regeneron Postdoctoral Program was designed 
with the goal of being among the best postdoctoral 
training programs in the country. It is a multi-faceted 
program that integrates cutting edge science with 
didactic training, discussion groups, and focused, 
multi-tiered mentoring.



TA K E  M E  B A C K  T O  TA B L E  O F  C O N T E N T S

Postdoctoral Program Structure
• Up to 4 years of training in a program designed and 

run by award-winning educators
• Publishing required, conference attendance and 

external presentations strongly encouraged
• Small number of fellows selected each year to 

ensure individual attention and focused mentoring
• Focused, multi-tiered mentorship:

— Research Mentor
— Career Mentor
— Peer Mentor (“Buddy”)
— Program Directors/Program Staff

Qualifications for Postdoctoral
Research Projects

• The project contains forward-looking questions with room 
for creativity and critical thinking

• The project does not lie in the critical path to a 
timeline-driven deliverable

• The project appears feasible and is projected to produce 
publishable results within the postdoctoral training period

NOTE: Fellows can select projects proposed by Regeneron 
scientists or can propose another project in collaboration with
potential research mentors



As part of the Postdoctoral Program you will:
• Conduct forward-looking, innovative, and creative research to address

a novel scientific question under the auspices of a scientist mentor,
many of whom are highly-published Regeneron scientists

• Publish and disseminate data via external conferences
and peer-reviewed publications

• Assist with mentoring and teaching interns
and other more junior trainees

• Participate in postdoctoral program activities such as weekly
 meetings and the annual postdoc program retreat

• Present data internally, including at lab meetings,
and company-wide seminars

• Provide ongoing reports of research progress
to mentor and program staff

Experience and required skills:
• Doctoral degree in a relevant discipline
• Scientists looking for their first postdoctoral training

(or those with less than one year of postdoctoral training)
• Superior scientific skills including critical and analytical thinking
• Demonstrated publication success as evidenced

by peer-reviewed publications
• Ability to interact dynamically and constructively with scientific

peers
• Occasional travel for conference attendance may be required
• A full academic CV and letters of recommendation are

required (please find additional details in the application)
• Applicants are required to complete two essay questions, which

will be shared after submitting the application form linked below

Regeneron Postdoc Application

TA K E  M E  B A C K  T O  TA B L E  O F  C O N T E N T S

https://careers.regeneron.com/en/jobs/r35845/postdoctoral-fellow-program-rd/


POSTDOCTORAL@REGENERON.COM 

• Applications accepted online
from October 1st – December 2nd

• Starting October 1st, the links will be provided to
apply online

Regeneron Postdoc Application

• A full academic CV and letters of recommendation
are required (please find additional details in the application)

• Applicants are required to complete two essay questions, which will be
shared after submitting the application form linked below

• Applications received after December 1st may not be considered
• Following the close date, please allow 3-4 months for review and interviews
• Targeted Start Date: Summer 2025, but the start date is flexible

Contact Us

TA K E  M E  B A C K  T O  TA B L E  O F  C O N T E N T S

https://careers.regeneron.com/en/jobs/r35845/postdoctoral-fellow-program-rd/
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Kosmicki JA, Marcketta A, Sharma D, Di Gioia SA, Batista S, Yang XM, Tzoneva G, Martinez H, Sidore C, Kessler MD, Horowitz JE, Roberts 
GHL, Justice AE, Banerjee N, Coignet MV, Leader JB, Park DS, Lanche R, Maxwell E, Knight SC, Bai X, Guturu H, Baltzell A, Girshick AR, 
McCurdy SR, Partha R, Mansfield AJ, Turissini DA, Zhang M, Mbatchou J, Watanabe K, Verma A, Sirugo G; Colorado Center for Precision 
Medicine; Mayo Clinic Project Generation; Regeneron Genetics Center; University of California Los Angeles ATLAS Collaboration; Ritchie 
MD, Salerno WJ, Shuldiner AR, Rader DJ, Mirshahi T, Marchini J, Overton JD, Carey DJ, Habegger L, Reid JG, Economides A, Kyratsous C, 
Karalis K, Baum A, Cantor MN, Rand KA, Hong EL, Ball CA, Siminovitch K, Baras A, Abecasis GR, Ferreira MAR. Genetic risk factors for 
COVID-19 and influenza are largely distinct. Nat Genet. 2024 Aug 5. 

Sun KY, Bai X, Chen S, Bao S, Zhang C, Kapoor M, Backman J, Joseph T, Maxwell E, Mitra G, Gorovits A, Mansfield A, Boutkov B, Gokhale S, 
Habegger L, Marcketta A, Locke AE, Ganel L, Hawes A, Kessler MD, Sharma D, Staples J, Bovijn J, Gelfman S, Di Gioia A, Rajagopal VM, 
Lopez A, Varela JR, Alegre-Díaz J, Berumen J, Tapia-Conyer R, Kuri-Morales P, Torres J, Emberson J, Collins R; Regeneron Genetics Center; 
RGC-ME Cohort Partners; Cantor M, Thornton T, Kang HM, Overton JD, Shuldiner AR, Cremona ML, Nafde M, Baras A, Abecasis G, Marchini 
J, Reid JG, Salerno W, Balasubramanian S. A deep catalogue of protein-coding variation in 983,578 individuals. Nature. 2024 
Jul;631(8021):583-592. 

Gayvert K, Desrosiers M, Laidlaw TM, Mannent LP, Patel K, Horowitz J, Amin N, Jagerschmidt A, Hamilton JD, Lim WK, Harel S. Nasal 
brushing molecular endotyping distinguishes patients with chronic rhinosinusitis with nasal polyps with better response to dupilumab. J 
Allergy Clin Immunol. 2024 Jun 14:S0091-6749(24)00606-7. 

Zhou Y, Zhao Y, Carbonaro M, Chen H, Germino M, Adler C, Ni M, Zhu YO, Kim SY, Altarejos J, Li Z, Burczynski ME, Glass DJ, Sleeman MW, 
Lee AH, Halasz G, Cheng X. Perturbed liver gene zonation in a mouse model of non-alcoholic steatohepatitis. Metabolism. 2024 
May;154:155830. 

Leary AY, Scott D, Gupta NT, Waite JC, Skokos D, Atwal GS, Hawkins PG. Designing meaningful continuous representations of T cell 
receptor sequences with deep generative models. Nat Commun. 2024 May 20;15(1):4271. 

Srinivasan D, Arostegui M, Goebel EJ, Hart KN, Aykul S, Lees-Shepard JB, Idone V, Hatsell SJ, Economides AN. How Activin A Became a 
Therapeutic Target in Fibrodysplasia Ossificans Progressiva. Biomolecules. 2024 Jan 12;14(1):101.  

https://pubmed.ncbi.nlm.nih.gov/39103650/
https://pubmed.ncbi.nlm.nih.gov/38428673/
https://pubmed.ncbi.nlm.nih.gov/38880251/
https://pubmed.ncbi.nlm.nih.gov/38428673/
https://pubmed.ncbi.nlm.nih.gov/38769289/
https://pubmed.ncbi.nlm.nih.gov/38254701/
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Limnander A, Kaur N, Asrat S, Tasker C, Boyapati A, Ben LH, Janczy J, Pedraza P, Abreu P, Chen WC, Godin S, Daniel BJ, Chin H, DeVeaux M, 
Rodriguez Lorenc K, Sirulnik A, Harari O, Stahl N, Sleeman MA, Murphy AJ, Yancopoulos GD, Orengo JM. A therapeutic strategy to target 
distinct sources of IgE and durably reverse allergy. Sci Transl Med. 2023 Dec 13;15(726):eadf9561. 

Lawler PR, Manvelian G, Coppi A, Damask A, Cantor MN, Ferreira MAR, Paulding C, Banerjee N, Li D, Jorgensen S, Attre R, Carey DJ, Krebs K, 
Milani L, Hveem K, Damås JK, Solligård E, Stender S, Tybjærg-Hansen A, Nordestgaard BG, Hernandez-Beeftink T, Rogne T, Flores C, Villar J, 
Walley KR, Liu VX, Fohner AE, Lotta LA, Kyratsous CA, Sleeman MW, Scemama M, DelGizzi R, Pordy R, Horowitz JE, Baras A, Martin GS, Steg 
PG, Schwartz GG, Szarek M, Goodman SG. Pharmacologic and Genetic Downregulation of Proprotein Convertase Subtilisin/Kexin Type 9 
and Survival From Sepsis. Crit Care Explor. 2023 Nov 8;5(11):e0997. 

Yamaguchi N, Chang EW, Lin Z, Shekhar A, Bu L, Khodadadi-Jamayran A, Tsirigos A, Cen Y, Phoon CKL, Moskowitz IP, Park DS. An Anterior 
Second Heart Field Enhancer Regulates the Gene Regulatory Network of the Cardiac Outflow Tract. Circulation. 2023 Nov 
21;148(21):1705-1722. 

Hwang-Wong E, Amar G, Das N, Zhang X, Aaron N, Gale K, Rothman N, Fante M, Baik A, Bhargava A, Fricker A, McAlister M, Rabinowitz J, 
Lees-Shepard J, Nannuru K, Economides AN, Cygnar KD. Skeletal phenotype amelioration in mucopolysaccharidosis VI requires intervention 
at the earliest stages of postnatal development. JCI Insight. 2023 Nov 8;8(21):e171312. 

Ziyatdinov A, Torres J, Alegre-Díaz J, Backman J, Mbatchou J, Turner M, Gaynor SM, Joseph T, Zou Y, Liu D, Wade R, Staples J, Panea R, 
Popov A, Bai X, Balasubramanian S, Habegger L, Lanche R, Lopez A, Maxwell E, Jones M, García-Ortiz H, Ramirez-Reyes R, 
Santacruz-Benítez R, Nag A, Smith KR, Damask A, Lin N, Paulding C, Reppell M, Zöllner S, Jorgenson E, Salerno W, Petrovski S, Overton J, 
Reid J, Thornton TA, Abecasis G, Berumen J, Orozco-Orozco L, Collins R; Regeneron Genetics Center; Mexico City Prospective Study; Baras 
A, Hill MR, Emberson JR, Marchini J, Kuri-Morales P, Tapia-Conyer R. Genotyping, sequencing and analysis of 140,000 adults from Mexico 
City. Nature. 2023 Oct;622(7984):784-793. 

Yang Y, Gomez N, Infarinato N, Adam RC, Sribour M, Baek I, Laurin M, Fuchs E. The pioneer factor SOX9 competes for epigenetic factors to 
switch stem cell fates. Nat Cell Biol. 2023 Aug;25(8):1185-1195. 

Ebstein SY, Rafique A, Zhou Y, Krasco A, Montalvo-Ortiz W, Yu L, Custodio L, Adam RC, Bloch N, Lee K, Adewale F, Vergata D, Luz A, Coquery 
S, Daniel B, Ullman E, Franklin MC, Hermann A, Huang T, Olson W, Davis S, Murphy AJ, Sleeman MA, Wei J, Skokos D. (2023) VSIG4 
interaction with heparan sulfates inhibits VSIG4-complement binding. Glycobiology. Aug 14;33(7):591-604. 

https://pubmed.ncbi.nlm.nih.gov/38091405/
https://pubmed.ncbi.nlm.nih.gov/37954898/
https://pubmed.ncbi.nlm.nih.gov/37772400/
https://pubmed.ncbi.nlm.nih.gov/37751300/
https://pubmed.ncbi.nlm.nih.gov/37821707/
https://pubmed.ncbi.nlm.nih.gov/37488435/
https://pubmed.ncbi.nlm.nih.gov/37341346/
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Adam RC, Pryce DS, Lee JS, Zhao Y, Mintah IJ, Min S, Halasz G, Mastaitis J, Atwal GS, Aykul S, Idone V, Economides AN, Lotta LA, Murphy 
AJ, Yancopoulos GD, Sleeman MW, Gusarova V. (2023) Activin E-ACVR1C cross talk controls energy storage via suppression of adipose 
lipolysis in mice. Proc Natl Acad Sci U S A. Aug 8;120(32):e2309967120. 

Asrat S, Devlin JC, Vecchione A, Klotz B, Setliff I, Srivastava D, Limnander A, Rafique A, Adler C, Porter S, Murphy AJ, Atwal GS, Sleeman 
MA, Lim WK, Orengo JM. (2023) TRAPnSeq allows high-throughput profiling of antigen-specific antibody-secreting cells. Cell Rep Methods. 
Jul 7;3(7):100522. 

Deering RP, Blumenberg L, Li L, Dhanik A, Jeong S, Pourpe S, Song H, Boucher L, Ragunathan S, Li Y, Zhong M, Kuhnert J, Adler C, Hawkins P, 
Gupta NT, Moore M, Ni M, Hansen J, Wei Y, Thurston G. Rapid TCR:Epitope Ranker (RAPTER): a primary human T cell reactivity screening 
assay pairing epitope and TCR at single cell resolution. Sci Rep. 2023 May 25;13(1):8452.

Kerr SM, Cowan E, Klaric L, Bell C, O'Sullivan D, Buchanan D, Grzymski JJ, van Hout CV, Tzoneva G, Shuldiner AR, Wilson JF, Miedzybrodzka 
Z. Clinical case study meets population cohort: identification of a BRCA1 pathogenic founder variant in Orcadians. Eur J Hum Genet. 2023 
May;31(5):588-595.

Patel AK, Dhanik A, Lim WK, Adler C, Ni M, Wei Y, Zhong M, Nguyen C, Zhong J, Lu YF, Thurston G, Macdonald L, Murphy A, Gurer C, Frleta D. 
Spontaneous tumor regression mediated by human T cells in a humanized immune system mouse model. Commun Biol. 2023 Apr 
22;6(1):444.

Lin W, Singh V, Springer R, Choonoo G, Gupta N, Patel A, Frleta D, Zhong J, Owczarek T, Decker C, Macdonald L, Murphy A, Thurston G, 
Mohrs M, Ioffe E, Lu YF. (2023) Human CD4 cytotoxic T lymphocytes mediate potent tumor control in humanized immune system mice. 
Commun Biol. Apr 25;6(1):447. 

Carbonaro M, Wang K, Huang H, Frleta D, Patel A, Pennington A, Desclaux M, Moller-Tank S, Grindley J, Altarejos J, Zhong J, Polites G, 
Poueymirou W, Jaspers S, Kyratsous C, Zambrowicz B, Murphy A, Lin JC, Macdonald LE, Daly C, Sleeman M, Thurston G, Li Z. IL-6-GP130 
signaling protects human hepatocytes against lipid droplet accumulation in humanized liver models. Sci Adv. 2023 Apr 14;9(15):eadf4490. 
 
Sui L, Du Q, Romer A, Su Q, Chabosseau PL, Xin Y, Kim J, Kleiner S, Rutter GA, Egli D. ZnT8 Loss of Function Mutation Increases Resistance 
of Human Embryonic Stem Cell-Derived Beta Cells to Apoptosis in Low Zinc Condition. Cells. 2023 Mar 15;12(6):903. 

Scott G, Asrat S, Allinne J, Keat Lim W, Nagashima K, Birchard D, Srivatsan S, Ajithdoss DK, Oyejide A, Ben LH, Walls J, Le Floc'h A, 
Yancopoulos GD, Murphy AJ, Sleeman MA, Orengo JM. IL-4 and IL-13, not eosinophils, drive type 2 airway inflammation, remodeling and 
lung function decline. Cytokine. 2023 Feb;162:156091. 
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https://pubmed.ncbi.nlm.nih.gov/37533642/
https://pubmed.ncbi.nlm.nih.gov/37231180/
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https://pubmed.ncbi.nlm.nih.gov/37185301/
https://pubmed.ncbi.nlm.nih.gov/37058568/
https://pubmed.ncbi.nlm.nih.gov/36980244/
https://pubmed.ncbi.nlm.nih.gov/36481478/
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Kessler MD, Damask A, O'Keeffe S, Banerjee N, Li D, Watanabe K, Marketta A, Van Meter M, Semrau S, Horowitz J, Tang J, Kosmicki JA, 
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